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SEQUENCE LISTING 

<110> Kato, Seishi 

Sekine, Shingo 

<120> HUMAN PROTEINS HAVING TRANSMEMBRANE DOMAINS AND 
CDNAS ENCODING THESE PROTEINS 

<130> 1997.17300.2 

<140> 10/616,942 
<141> 2003-07-11 

<150> 09/529,100 
<151> 2000-08-21 

<150> 3P 0276269 
<151> 1997-10-08 

<150> PCT/JP98/04474 
<151> 1998-10-05 

<160> 30 

<170> Patentin ver. 2.0 

<210> 1 
<211> 168 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Ala Phe Asn Asp Cys Phe Ser Leu Asn Tyr Pro Gly Asn Pro Cys 
1 5 10 15 

Pro Gly Asp Leu lie Glu val Phe Arg Pro Gly Tyr Gin His Trp Ala 

20 25 30 

Leu Tyr Leu Gly Asp Gly Tyr val lie Asn lie Ala Pro Val Asp Gly 
35 40 45 

lie Pro Ala Ser Phe Thr Ser Ala Lys Ser val Phe Ser Ser Lys Ala 
50 55 60 

Leu val Lys Met Gin Leu Leu Lys Asp val val Gly Asn Asp Thr Tyr 
65 70 75 80 

Arg lie Asn Asn Lys Tyr Asp Glu Thr Tyr Pro Pro Leu Pro Val Glu 

85 90 95 

Glu lie lie Lys Arg Ser Glu Phe val lie Gly Gin Glu val Ala Tyr 

100 105 110 

Asn Leu Leu Val Asn Asn Cys Glu His Phe Val Thr Leu Leu Arg Tyr 
115 120 125 

Gly Glu Gly val Ser Glu Gin Ala Asn Arg Ala lie Ser Thr val Glu 
130 135 140 

Phe val Thr Ala Ala Val Gly Val Phe Ser Phe Leu Gly Leu Phe Pro 
145 150 155 160 

Lys Gly Gin Arg Ala Lys Tyr Tyr 

165 
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<210> 2 
<211> 164 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Ser Pro His Gin Glu Pro Lys Pro Gly Asp Leu lie Glu lie 
15 10 15 

Phe Arg Leu Gly Tyr Glu His Trp Ala Leu Tyr lie Gly Asp Gly Tyr 

20 25 30 

val lie His Leu Ala Pro Pro Ser Glu Tyr Pro Gly Ala Gly Ser ser 
35 40 45 

Ser val Phe Ser val Leu Ser Asn Ser Ala Glu val Lys Arg Glu Arg 
50 55 60 

Leu Glu Asp val val Gly Gly Cys Cys Tyr Arg Val Asn Asn Ser Leu 
65 70 75 80 

Asp His Glu Tyr Gin Pro Arg Pro val Glu val lie lie Ser Ser Ala 

85 90 95 

Lys Glu Met val Gly Gin Lys Met Lys Tyr Ser lie val Ser Arg Asn 

100 105 110 

Cys Glu His Phe val Thr Gin Leu Arg Tyr Gly Lys Ser Arg Cys Lys 
115 120 125 

Gin val Glu Lys Ala Lys Val Glu val Gly Val Ala Thr Ala Leu Gly 
130 135 140 

lie Leu val val Ala Gly Cys Ser Phe Ala lie Arg Arg Tyr Gin Lys 
145 150 155 160 

Lys Ala Thr Ala 



<210> 3 
<211> 141 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Met Ala Pro Lys val Phe Arg Gin Tyr Trp Asp lie Pro Asp Gly Thr 
15 10 15 

Asp Cys His Arg Lys Ala Tyr Ser Thr Thr Ser lie Ala Ser Val Ala 

20 25 30 

Gly Leu Thr Ala Ala Ala Tyr Arg val Thr Leu Asn Pro Pro Gly Thr 
35 40 45 

Phe Leu Glu Gly val Ala Lys val Gly Gin Tyr Thr Phe Thr Ala Ala 
50 55 60 

Ala val Gly Ala val Phe Gly Leu Thr Thr Cys lie Ser Ala His val 
65 70 75 80 

Arg Glu Lys Pro Asp Asp Pro Leu Asn Tyr Phe Leu Gly Gly Cys Ala 
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85 90 95 

Gly Gly Leu Thr Leu Gly Ala Arg Thr His Asn Tyr Gly lie Gly Ala 

100 105 110 

Ala Ala Cys Val Tyr Phe Gly lie Ala Ala Ser Leu val Lys Met Gly 
115 120 125 

Arg Leu Glu Gly Trp Glu Val Phe Ala Lys Pro Lys Val 
130 135 140 



<210> 4 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Ala Ala Ala val Ala Ala Ala Gly Ala Gly Glu Pro Gin Ser Pro 
15 10 15 

Asp Glu Leu Leu Pro Lys Gly Asp Ala Glu Lys Pro Glu Glu Glu Leu 

20 25 30 

Glu Glu Asp Asp Asp Glu Glu Leu Asp Gl u Thr Leu Ser Glu Arg Leu 
35 40 45 

Trp Gly Leu Thr Glu Met Phe Pro Glu Arg Val Arg Ser Ala Ala Gly 
50 55 60 

Ala Thr Phe Asp Leu Ser Leu Phe val Ala Gin Lys Met Tyr Arg Phe 
65 70 75 80 

Ser Arg Ala Ala Leu Trp lie Gly Thr Thr Ser Phe Met lie Leu val 

85 90 95 

Leu Pro val val Phe Glu Thr Glu Lys Leu Gin Met Glu Gin Gin Gin 

100 105 110 

Gin Leu Gin Gin Arg Gin lie Leu Leu Gly Pro Asn Thr Gly Leu Ser 
115 120 125 

Gly Gly Met Pro Gly Ala Leu Pro Ser Leu Pro Gly Lys lie 
130 135 140 



<210> 5 
<211> 346 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Met Asp Pro Ala Arg Lys Ala Gly Ala Gin Ala Met lie Trp Thr Ala 
15 10 15 

Gly Trp Leu Leu Leu Leu Leu Leu Arg Gly Gly Ala Gin Ala Leu Glu 

20 25 30 

Cys Tyr Ser Cys Val Gin Lys Ala Asp Asp Gly Cys Ser Pro Asn Lys 
35 40 45 

Met Lys Thr val Lys Cys Ala Pro Gly val Asp val Cys Thr Glu Ala 
50 55 60 
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val Gly Ala val Glu Thr lie His Gly Gin Phe Ser Leu Ala val Arg 
65 70 75 80 

Gly Cys Gly Ser Gly Leu Pro Gly Lys Asn Asp Arg Gly Leu Asp Leu 

85 90 95 

His Gly Leu Leu Ala Phe lie Gin Leu Gin Gin Cys Ala Gin Asp Arg 

100 105 110 

Cys Asn Ala Lys Leu Asn Leu Thr Ser Arg Ala Leu Asp Pro Ala Gly 
115 120 125 

Asn Glu Ser Ala Tyr Pro Pro Asn Gly Val Glu Cys Tyr Ser Cys Val 
130 135 140 

Gly Leu Ser Arg Glu Ala Cys Gin Gly Thr Ser Pro Pro val val Ser 
145 150 155 160 

Cys Tyr Asn Ala Ser Asp His Val Tyr Lys Gly Cys Phe Asp Gly Asn 

165 170 175 

val Thr Leu Thr Ala Ala Asn val Thr val Ser Leu Pro Val Arg Gly 

180 185 190 

Cys val Gin Asp Glu Phe Cys Thr Arg Asp Gly val Thr Gly Pro Gly 
195 200 205 

Phe Thr Leu Ser Gly Ser Cys Cys Gin Gly Ser Arg Cys Asn Ser Asp 
210 215 220 

Leu Arg Asn Lys Thr Tyr Phe Ser Pro Arg lie Pro Pro Leu val Arg 
225 230 235 240 

Leu Pro Pro Pro Glu Pro Thr Thr val Ala Ser Thr Thr Ser Val Thr 

245 250 255 

Thr Ser Thr ser Ala Pro val Arg Pro Thr Ser Thr Thr Lys Pro Met 

260 265 270 

Pro Ala Pro Thr Ser Gin Thr Pro Arg Gin Gly val Glu His Glu Ala 
275 280 285 

Ser Arg Asp Glu Glu Pro Arg Leu Thr Gly Gly Ala Ala Gly His Gin 
290 295 300 

Asp Arg Ser Asn Ser Gly Gin Tyr Pro Ala Lys Gly Gly Pro Gin Gin 
305 310 315 320 

Pro His Asn Lys Gly Cys val Ala Pro Thr Ala Gly Leu Ala Ala Leu 

325 330 335 

Leu Leu Ala Val Ala Ala Gly val Leu Leu 

340 345 



<210> 6 
<211> 66 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met val Ala Lys Gin Arg lie Arg Met Ala Asn Glu Lys His ser Lys 
15 10 15 
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Asn lie Thr Gin Arg Gly Asn val Ala Lys Thr Ser Arg Asn Ala Pro 

20 25 30 

Glu Glu Lys Ala Ser val Gly Pro Trp Leu Leu Ala Leu Phe lie Phe 
35 40 45 

val val cys Gly Ser Ala lie Phe Gin lie lie Gin ser lie Arg Met 
50 55 60 

Gly Met 
65 

<210> 7 
<211> 504 
<212> DNA 

<213> Homo sapiens 



<400> 7 



atggcg ttta 


atgattgctt 


cagtttgaac 


taccc tggca 


acccc tgccc 


^1 f% ^ +- *W /^f 

aggggacttg 


oU 


atcgaagtgt 


tccgtcctgg 


ctatcagcac 


tgggccctgt 


k-b> ^b 4— 4* y« 

acttgggtga 


bVb b» bW bW |B> ^b« a< bW bW 

tggttacgtt 




«b «Bi M ^bi «Bk *BBt ^B. 

atcaacatag 


cacctgtaga 


J b bB« ^Bk bW B^B ^Bk ^Bk B^B 

tggcattcct 


^B A ^B ^B fl^B «^B> «Bk 

gcgtccttta 


caagcgccaa 


gtctgtattc 


loU 


agcagtaagg 


J—. — , — B^B ^B] B^B Bu *B* A 

ccctggtgaa 


A BB. Bh_ ^B ^B. ^B ^B 

aatgcagctc 


ttgaaggatg 


bW A* «4— ^BJ M #B M M 

ttgtgggaaa 


tgacaca tac 




agaataaaca 


**% »*"» A bW *B> BU BB. 

ataaatacga 


^B «^ BB, BBj ^Bl BU ^B» 

tgaaacgtac 


ccccc tctcc 


ctgtggaaga 


aa tea raaag 




^b 4> ^ *b± »*b, 

cggtcagagt 


bbj «b> bb. bIb b*b 

ttgtaattgg 


acaggaggtg 


gcctataact 


l*BV bW J^B bW A — • — % 

tacttgtcaa 


caactgtgaa 




cattttgtga 


BB ^^B ^^B l~ ■ .Bm 

cattgcttcg 


b^b a b^b _r _ _r a _r i ««k bb. 

ctatggagaa 


ggagtttcag 


^BJ ^B A ^* ^B. A 

agcaggccaa 


^Bk ^BJ ^B, ^Bk M| ^B. 4* ^% 

ccgagcgata 


4^U 


agtaccgttg 


agtttgtgac 


agctgctgtt 


ggtgtcttct 


cattcctggg 


c ttgt Ltcca 


/on 


aaaqqacaaa 


gagcaaaata 


ctat 








504 


<210> 8 
<211> 492 
<212> DNA 
<213> Homo 


sapiens 












<400> 8 
atggcttcgc 


cacaccaaga 


gcccaaacct 


ggagacctga 


ttgagatttt 


ccgccttggc 


60 


tatgagcact 


gggccctgta 


tataggagat 


ggctacgtga 


tccatctggc 


tcctccaagt 


120 


gagtaccccg 


gggctggctc 


ctccagtgtc 


ttctcagtcc 


tgagcaacag 


tgcagaggtg 


180 


aaacgggagc 


gcctggaaga 


tgtggtggga 


ggctgttgct 


atcgggtcaa 


caacagcttg 


240 


gaccatgagt 


accaaccacg 


gcccgtggag 


gtgatcatca 


gttctgcgaa 


ggagatggtt 


300 


ggtcagaaga 


tgaagtacag 


tattgtgagc 


aggaactgtg 


agcactttgt 


cacccagctg 


360 


agatatggca 


agtcccgctg 


taaacaggtg 


gaaaaggcca 


aggttgaagt 


cggtgtggcc 


420 


acggcgcttg 


gaatcctggt 


tgttgctgga 


tgctcttttg 


cgattaggag 


ataccaaaaa 


480 


aaagcgacag 


cc 










492 


<210> 9 
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<211> 423 
<ILI> DNA 

<213> Homo 


sapiens 




<400> 9 
atggcgccga 


aggtttttcg 


xcagrac tgg 


aaagcc taca 


gcaccaccag 


tattgccagc 


gtcacactca 


atcctccggg 


caccttcctt 


ttcactgcag 


ctgctgtcgg 


ggccgtgttt 


cgcgagaagc 


ccgacgaccc 


cctgaactac 


ctgggagcac 


gcacgcacaa 


ctacgggatt 


gcggcctccc 


tggtcaagat 


gggccggctg 


gtg 






<^10> 10 
<211> 426 
<212> DNA 
<213> Homo 


sapiens 


a 


<400> 10 
atggctgccg 


ccgtcgctgc 


tgccggtgca 


ccgaaaggcg 


acgcggagaa 


gcctgaggag 


^Ba, ^bb, piBfc 

gatgagaccc 


4b ^Bl bAb» ^b> ^b* ^tm 

tgtcggagag 


actatggggc 


tccgcggccg 


_T ^BM I - ^B, ^Bh ^Ba. .*•*> 4b b4jB> 4" 

gagccacttt 


tgatctttcc 


tccagggcag 


ccttgtggat 


tgggaccact 

B^F B^F ^B# 


tttgagacgg 


agaagttgca 


aatggagcaa 


ctaggaccta 


acacagggct 


ctcaggagga 


aagatc 






<£ll)> 11 

<211> 1038 

</>l<>> DNA 

<213> Homo 


sapiens 




<400> 11 
atggaccccg 


ccaggaaagc 


aggtgcccag 


ctgctgctgc 


ttcgcggagg 


agcgcaggcc 


gatgacggat 


gctccccgaa 


caagatgaag 


tgcaccgagg 


ccgtgggggc 


ggtggagacc 


ggttgcggtt 


cgggactccc 


cggcaagaat 


gcgttcatcc 


agctgcagca 


atgcgctcag 


tcgcgggcgc 


tcgacccggc 


aggtaatgag 



gatatccccg atggcaccga ttgccaccgc 60 
gtcgctggcc tgaccgccgc tgcctacaga 120 
gaaggagtgg ctaaggttgg acaatacacg 180 
ggcctcacca cctgcatcag cgcccatgtc 240 
ttcctcggtg gctgcgccgg aggcctgact 300 
ggcgccgccg cctgcgtgta ctttggcata 360 
gagggctggg aggtgtttgc aaaacccaag 420 

423 



ggggaacccc agtccccgga cgaattgctc 60 
gagctggagg aggacgacga tgaggagcta 120 
ctgacggaga tgtttccgga gagggtccgg 180 
ctctttgtgg ctcagaaaat gtacaggttt 240 
tcctttatga tcctggttct tcccgttgtc 300 
cagcagcaac tgcagcagcg gcagatactt 360 
atgccagggg ctctaccctc acttcctgga 420 

426 



gccatgatct ggactgcagg ctggctgctg 60 

ctggagtgct acagctgcgt gcagaaagca 120 

acagtgaagt gcgcgccggg cgtggacgtc 180 

atccacggac aattctcgct ggcagtgcgg 240 

gaccgcggcc tggatcttca cgggcttctg 300 

gatcgctgca acgccaagct caacctcacc 360 

agtgcatacc cgcccaacgg cgtggagtgc 420 
Page 6 



* 



r 



tacagctgtg 


tgggcctgag 


ccgggaggcg 


tgccagggta 


catcgccgcc 


ggtcgtgagc 


480 


tgctacaacg 


ccagcgatca 


tgtctacaag 


ggctgcttcg 


acggcaacgt 


caccttgacg 


540 


gcagctaatg 


tgactgtgtc 


cttgcctgtc 


cggggctgtg 


tccaggatga 


attctgcact 


600 


cgggatggag 


taacaggccc 


agggttcacg 


ctcagtggct 


cctgttgcca 


ggggtcccgc 


660 


tgtaactctg 


acctccgcaa 


caagacctac 


ttctcccctc 


gaatcccacc 


ccttgtccgg 


720 


ctgccccctc 


cagagcccac 


gactgtggcc 


tcaaccacat 


ctgtcaccac 


ttctacctcg 


780 


gccccagtga 


gacccacatc 


caccaccaaa 


cccatgccag 


cgccaaccag 


tcagactccg 


840 


agacagggag 


tagaacacga 


ggcctcccgg 


gatgaggagc 


ccaggttgac 


tggaggcgcc 


900 


gctggccacc 


aggaccgcag 


caattcaggg 


cagtatcctg 


caaaaggggg 


gccccagcag 


960 


ccccataata 


aaggctgtgt 


ggctcccaca 


gctggattgg 


cagcccttct 


gttggccgtg 


1020 


gctgctggtg 


tcctactg 










1038 


<210> 12 

.Til. 1QQ 

<212> DNA 
<£jl5> Homo 


■ 

^K UK H UK 

sapi ens 












<400> 12 
atggtcgcca 


agcaaaggat 


ccgtatggcc 


aacgagaagc 


acagcaagaa 


catcacccag 


60 


cgcggcaacg 


tcgccaagac 


ctcgagaaat 


gcccccgaag 


agaaggcgtc 


tgtaggaccc 


120 


tggttattgg 


ctctcttcat 


ttttgttgtc tgtggttctg 


caattttcca 


gattattcaa 


180 


agtatcagga 


tgggcatg 










198 


-\ -1 /-v -1*1 

<210> 13 
<211> 867 
<212> DNA 
<z±d> Homo 


■ 

sapi ens 












<221> CDS 

<£-LL> \ckc.) 














<400> 13 
cqtttcaqcq 


taacaacact 


ggtgctggcg 


ttggccctgg 


aggacggccc 


cqaqtqatqq 


60 


ctggcgcctg 


cctcccgggt 


gtctcccggg 


tacagatgga 


gtcgtcccgc 


ggccgccggc 


120 


ggcaaggtcg 


gcagctgcga 


ggccaagaga 


gaccccagga 


cacacacagc 


tgcctcccgg 


180 


tgcgagaaga 


agaccccggc 


ttgagagtga 


g atg gcg ttt aat gat 
Met Ala Phe Asn Asp 
1 5 


tgc ttc 
Cys Phe 


232 



agt ttg aac tac cct gqc aac ccc tgc cca gqg gac ttg ate gaa gtq 280 

ser Leu Asn Tyr Pro Gly Asn Pro Cys Pro Gly Asp Leu lie Glu val 

10 15 20 

ttc cgt cct ggc tat cag cac tgg gec ctg tac ttg ggt gat ggt tac 328 
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Phe Arg Pro Gly Tyr Gin His Trp Ala Leu Tyr Leu Gly Asp Gly Tyr 
25 30 35 

gtt ate aac ata gca cct gta gat ggc att cct gcg tec ttt aca age 376 
val lie Asn lie Ala Pro val Asp Gly lie Pro Ala Ser Phe Thr Ser 
40 45 50 55 

gee aag tct gta ttc age agt aag gee ctg gtq aaa atg cag etc ttg 424 
Ala Lys Ser Val Phe Ser Ser Lys Ala Leu Val Lys Met Gin Leu Leu 

60 65 70 

aag gat gtt gtq gqa aat gac aca tac aga ata aac aat aaa tac gat 472 
Lys Asp val val Gly Asn Asp Thr Tyr Arg lie Asn Asn Lys Tyr Asp 

75 80 85 

gaa acg tac ccc cct etc cct gtq gaa gaa ate ata aag egg tea gag 520 
Glu Thr Tyr Pro Pro Leu Pro Val Glu Glu lie lie Lys Arg Ser Glu 
90 95 100 

ttt gta att gga cag gag gtq gec tat aac tta ctt gtc aac aac tgt 568 
Phe val lie Gly Gin Glu Val Ala Tyr Asn Leu Leu Val Asn Asn Cys 
105 110 115 

gaa cat ttt gtq aca ttg ctt cgc tat gga gaa gqa gtt tea gag cag 616 
Glu His Phe val Thr Leu Leu Arg Tyr Gly Glu Gly val Ser Glu Gin 
120 125 130 135 

gee aac cga gcg ata agt ace gtt gag ttt gtq aca get get gtt gqt 664 
Ala Asn Arg Ala lie Ser Thr val Glu Phe val Thr Ala Ala Val Gly 

140 145 150 

gtc ttc tea ttc ctg ggc ttg ttt cca aaa gqa caa aga gca aaa tac 712 
val Phe Ser Phe Leu Gly Leu Phe Pro Lys Gly Gin Arg Ala Lys Tyr 

155 160 165 

tat taacaattta ccaaagagat attgatattg aaggaatttg ggaggaggaa 765 

Tyr 

aagaaacctg gggtgaatac ttattttcag tgcatcatta ctgttccaga ttcctatgat 825 
ggatggcaga ctctttaata aattgettae tgatattatc tt 867 

<210> 14 
<211> 168 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Met Ala Phe Asn Asp Cys Phe Ser Leu Asn Tyr Pro Gly Asn Pro Cys 
15 10 15 

Pro Gly Asp Leu lie Glu Val Phe Arg Pro Gly Tyr Gin His Trp Ala 

20 25 30 

Leu Tyr Leu Gly Asp Gly Tyr val lie Asn lie Ala Pro val Asp Gly 
35 40 45 

lie Pro Ala ser Phe Thr ser Ala Lys ser Val Phe Ser Ser Lys Ala 
50 55 60 

Leu val Lys Met Gin Leu Leu Lys Asp val val Gly Asn Asp Thr Tyr 
65 70 75 80 
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Arg lie Asn Asn Lys Tyr Asp Glu Thr Tyr Pro Pro Leu Pro val Glu 

85 90 95 

Glu lie lie Lys Arg Ser Glu Phe Val lie Gly Gin Glu Val Ala Tyr 

100 105 110 

Asn Leu Leu val Asn Asn Cys Glu His Phe val Thr Leu Leu Arg Tyr 
115 120 125 

Gly Glu Gly Val Ser Glu Gin Ala Asn Arg Ala lie Ser Thr val Glu 
130 135 140 

Phe val Thr Ala Ala val Gly Val Phe Ser Phe Leu Gly Leu Phe Pro 
145 150 155 160 

Lys Gly Gin Arg Ala Lys Tyr Tyr 

165 

<210> 15 
<211> 720 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (25).. (516) 

<400> 15 

accagacctc ctcttggctt cgag atg get teg cca cac caa gag ccc aaa 51 

Met Ala Ser Pro His Gin Glu Pro Lys 
1 5 

cct gga gac ctg att gag att ttc cgc ctt ggc tat gag cac tgg gec 99 
Pro Gly Asp Leu lie Glu lie Phe Arg Leu Gly Tyr Glu His Trp Ala 
10 15 20 25 

ctg tat ata gga gat ggc tac gtg ate cat ctg get cct cca agt gag 147 
Leu Tyr lie Gly Asp Gly Tyr vat lie His Leu Ala Pro Pro Ser Glu 

30 35 40 

tac ccc ggg get ggc tec tec agt gtc ttc tea gtc ctg age aac agt 195 
Tyr Pro Gly Ala Gly Ser Ser Ser val Phe Ser val Leu Ser Asn Ser 

45 50 55 

gca gag gtq aaa egg gag cgc ctg gaa gat gtq gtq gga ggc tgt tgc 243 
Ala Glu val Lys Arg Glu Arg Leu Glu Asp val val Gly Gly Cys Cys 
60 65 70 

tat egg gtc aac aac age ttg gac cat gag tac caa cca egg ccc gtg 291 
Tyr Arg val Asn Asn Ser Leu Asp His Glu Tyr Gin Pro Arg Pro val 
75 80 85 

gag gtq ate ate agt tct gcg aag gag atg gtt ggt cag aag atg aag 339 
Glu val lie lie Ser Ser Ala Lys Glu Met Val Gly Gin Lys Met Lys 
90 95 100 105 

tac agt att gtg age agg aac tgt gag cac ttt gtc ace cag ctg aga 387 
Tyr ser lie val ser Arg Asn Cys Glu His Phe val Thr Gin Leu Arg 

110 115 120 

tat ggc aag tec cgc tgt aaa cag gtg gaa aag gee aag gtt gaa gtc 435 
Tyr Gly Lys Ser Arg Cys Lys Gin Val Glu Lys Ala Lys val Glu val 

125 130 135 
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ggt gtq gcc acg gcg ctt gga ate ctg gtt gtt get gga tgc tct ttt 483 
Gly vat Ala Thr Ala Leu Gly lie Leu val val Ala Gly Cys Ser Phe 
140 145 150 

gcg att agg aga tac caa aaa aaa gcg aca gcc tgaagcagee acaaaatcct 536 
Ala lie Arg Arg Tyr Gin Lys Lys Ala Thr Ala 
155 160 

gtgttagaag cagctgtggg ggtcccagtg gagatgagee tcccccatgc ctccagcagc 596 

ctgaccctcg tgccctgtct caggegttet ctagatcctt tcctctgttt ccctctctcg 656 

ctggcaaaag tatgatctaa ttgaaacaag actgaaggat caataaacag ccatctgccc 716 



cttc 



<210> 16 
<211> 164 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Ala Ser Pro His Gin Glu Pro Lys Pro Gly Asp Leu lie Glu lie 
15 10 15 

Phe Arg Leu Gly Tyr Glu His Trp Ala Leu Tyr lie Gly Asp Gly Tyr 

20 25 30 

val lie His Leu Ala Pro Pro Ser Glu Tyr Pro Gly Ala Gly Ser Ser 
35 40 45 

Ser val Phe Ser Val Leu Ser Asn Ser Ala Glu Val Lys Arg Glu Arg 
50 55 60 

Leu Glu Asp val Val Gly Gly Cys Cys Tyr Arg val Asn Asn Ser Leu 
65 70 75 80 

Asp His Glu Tyr Gin Pro Arg Pro val Glu val lie lie Ser Ser Ala 

85 90 95 

Lys Glu Met val Gly Gin Lys Met Lys Tyr Ser lie val Ser Arg Asn 

100 105 110 

Cys Glu His Phe val Thr Gin Leu Arg Tyr Gly Lys Ser Arg Cys Lys 
115 120 125 

Gin val Glu Lys Ala Lys val Glu val Gly Val Ala Thr Ala Leu Gly 
130 135 140 

lie Leu Val val Ala Gly Cys Ser Phe Ala lie Arg Arg Tyr Gin Lys 
145 150 155 160 

Lys Ala Thr Ala 



720 



<210> 17 
<211> 566 
<212> DNA 

<213> Homo sapiens 

<220> 
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<221> CDS 

<222> (74) . . (496) 

<400> 17 

gatagccagc cgcggctgcc cttgcgcttc ccgagctggc ggggtccgtg gtgcgggatc 60 

gagattgcgg get atg gcg ccg aag gtt ttt cgt cag tac tgg gat ate 109 

Met Ala Pro Lys val Phe Arg Gin Tyr Trp Asp lie 
1 5 10 

ccc gat gqc acc gat tgc cac cgc aaa gec tac age acc acc agt att 157 
Pro Asp Gly Thr Asp Cys His Arg Lys Ala Tyr Ser Thr Thr Ser lie 
15 20 25 

gec age gtc get gqc ctg acc gec get gee tac aga gtc aca etc aat 205 
Ala ser Val Ala Gly Leu Thr Ala Ala Ala Tyr Arg Val Thr Leu Asn 
30 35 40 



cct ccg gqc acc ttc ctt gaa gqa gtq get aag gtt gqa caa tac acg 
Pro Pro Gly Thr Phe Leu Glu Gly Val Ala Lys val Gly Gin Tyr Thr 
45 50 55 60 



ggt gqc tgc gee gqa gqc ctg act ctg gqa gca cgc acg cac aac tac 
Gly Gly Cys Ala Gly Gly Leu Thr Leu Gly Ala Arg Thr His Asn Tyr 
95 100 105 



253 



ttc act gca get get gtc ggg gee gtq ttt gqc etc acc acc tgc ate 301 

Phe Thr Ala Ala Ala val Gly Ala val Phe Gly Leu Thr Thr cys lie 

65 70 75 

age gec cat gtc cgc gag aag ccc gac gac ccc ctg aac tac ttc etc 349 

ser Ala His val Arg Glu Lys Pro Asp Asp Pro Leu Asn Tyr Phe Leu 

80 85 90 



397 



ggg att gqc gee gee gee tgc gtq tac ttt gqc ata gcg gee tec ctg 445 
Gly lie Gly Ala Ala Ala Cys VaT Tyr Phe Gly lie Ala Ala Ser Leu 
110 115 120 

gtc aag atg gqc egg ctg gag gqc tgg gag gtq ttt gca aaa ccc aag 493 
val Lys Met Gly Arg Leu Glu Gly Trp Glu val Phe Ala Lys Pro Lys 
125 130 135 140 

gtq tgagccctgt gcctgccggg acctccagcc tgcagaatgc gtccagaaat 546 
val 

aaattctgtg tctgtgtgtg 566 

<210> 18 
<211> 141 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Met Ala Pro Lys val Phe Arg Gin Tyr Trp Asp lie Pro Asp Gly Thr 
15 10 15 

Asp Cys His Arg Lys Ala Tyr Ser Thr Thr ser lie Ala Ser val Ala 

20 25 30 

Gly Leu Thr Ala Ala Ala Tyr Arg Val Thr Leu Asn Pro Pro Gly Thr 
35 40 45 

Phe Leu Glu Gly val Ala Lys Val Gly Gin Tyr Thr Phe Thr Ala Ala 
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50 55 60 

Ala val Gly Ala val Phe Gly Leu Thr Thr Cys lie Ser Ala His val 
65 70 75 80 

Arg Glu Lys Pro Asp Asp Pro Leu Asn Tyr Phe Leu Gly Gly Cys Ala 

85 90 95 

Gly Gly Leu Thr Leu Gly Ala Arg Thr His Asn Tyr Gly lie Gly Ala 

100 105 110 

Ala Ala Cys val Tyr Phe Gly lie Ala Ala Ser Leu Val Lys Met Gly 
115 120 125 

Arg Leu Glu Gly Trp Glu Val Phe Ala Lys Pro Lys Val 
130 135 140 

<210> 19 
<211> 1078 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (5). .(430) 

<400> 19 

agtc atg get gec gec gtc get get gec gqt gca ggg gaa ccc cag tec 49 

Met Ala Ala Ala Val Ala Ala Ala Gly Ala Gly Glu Pro Gin Ser 

1 5 10 15 

ccg gac gaa ttg etc ccg aaa gqe gac geg gag aag ect gag gag gag 97 
Pro Asp Glu Leu Leu Pro Lys Gly Asp Ala Glu Lys Pro Glu Glu Glu 

20 25 30 

ctg gag gag gac gac gat gag gag eta gat gag acc ctg teg gag aga 145 
Leu Glu Glu Asp Asp Asp Glu Glu Leu Asp Glu Thr Leu Ser Glu Arg 

35 40 45 

eta tgg gqe ctg acg gag atg ttt ccg gag agg gtc egg tec gcg gec 193 
Leu Trp Gly Leu Thr Glu Met Phe Pro Glu Arg val Arg Ser Ala Ala 
50 55 60 

gqa gec act ttt gat ctt tec etc ttt gtq get cag aaa atg tac agg 241 
Gly Ala Thr Phe Asp Leu Ser Leu Phe val Ala Gin Lys Met Tyr Arg 
65 70 75 

ttt tec agg gca gec ttg tgg att ggg acc act tec ttt atg ate ctg 289 
Phe Ser Arg Ala Ala Leu Trp lie Gly Thr Thr Ser Phe Met lie Leu 
80 85 90 95 

gtt ctt ccc gtt gtc ttt gag acg gag aag ttg caa atg gag caa cag 337 
val Leu Pro val Val Phe Glu Thr Glu Lys Leu Gin Met Glu Gin Gin 

100 105 110 

cag caa ctg cag cag egg cag ata ctt eta gqa cct aac aca ggg etc 385 
Gin Gin Leu Gin Gin Arg Gin lie Leu Leu Gly Pro Asn Thr Gly Leu 

115 120 125 

tea gqa gqa atg cca ggg get eta ccc tea ctt cct gqa aag ate 430 
Ser Gly Gly Met Pro Gly Ala Leu Pro Ser Leu Pro Gly Lys lie 
130 135 140 
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tagattgtta 


-4— -4-^ fm 4* -4y— «A» <4H ^4 

ttgctgtttg 


agctgtctca 


y-*4 "4V~ J^t *^ l 4V" /■»( 

gtgggataag 


tttgaaattc 


aagtgtttga 


AQC\ 


actgctgata 


atttggattt 


ttttttttt L 


ttttaacttt 


ggcacattga 


■+* +■ ^ ■#r ^ *5 a ^ 




cccggtgggg 


agaattatcc 


ccacattgtc 


tcatggaaag 


actcaacttg 


caactgtgcc 


O-LU 


ctccacac ta 


tccttacttc 


tgtctccact 


ctgataccag 


agtgcagcca 


tgcagacggt 


D/ U 


tattccagct 


ctggtcaccc 


gactcctttc 


accaaattgc 


tcctaactgg 


aagatctcac 


/ 3U 


tttcccct tg 


tggggtagga 


accgatgcca 


gtgggaggga 


tgtgcccctg 


accattaacg 


7QH 

/yu 


actgttt ttt 


4-4-4-4--f--»-4-4-4-4- 
tttttttttt 


ttaaagaatg 


gagttgttgg 


gg c ggg acat 


gcacacaatg 


OCA 


tgaaacagac 


aaaatgcatt 


acacctgtag 


tgtaaagtgg 


ccactatgaa 


tccctatgta 


910 


tgagaggagg 


gaggcaggct 


gcagcttcag 


ccacagaatg 


gggactatgg 


aagacagcag 


970 


gagctcattt 


cctctgcaca 


tttcggctgt 


tagacctgtg 


tgtgtgttta 


aaaaaagaga 


1030 


agtcagtgct 


cactttttgt 


atttaaatat 


taaaaatgat 


tccaactg 




1078 



<210> 20 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Met Ala Ala Ala val Ala Ala Ala Gly Ala Gly Glu Pro Gin Ser Pro 
15 10 15 

Asp Glu Leu Leu Pro Lys Gly Asp Ala Glu Lys Pro Glu Glu Glu Leu 

20 25 30 

Glu Glu Asp Asp Asp Glu Glu Leu Asp Glu Thr Leu Ser Glu Arg Leu 
35 40 45 

Trp Gly Leu Thr Glu Met Phe Pro Glu Arg Val Arg Ser Ala Ala Gly 
50 55 60 

Ala Thr Phe Asp Leu Ser Leu Phe val Ala Gin Lys Met Tyr Arg Phe 
65 70 75 80 

Ser Arg Ala Ala Leu Trp lie Gly Thr Thr Ser Phe Met lie Leu val 

85 90 95 

Leu Pro val val Phe Glu Thr Glu Lys Leu Gin Met Glu Gin Gin Gin 

100 105 110 

Gin Leu Gin Gin Arg Gin lie Leu Leu Gly Pro Asn Thr Gly Leu Ser 
115 120 125 

Gly Gly Met Pro Gly Ala Leu Pro Ser Leu Pro Gly Lys lie 
130 135 140 



<210> 21 

<211> 1310 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> (82). .(1119) 
<400> 21 

actcatcctg ggctcaggta agagggcccg agctcggagg cggcacatcc aggggggacg 60 

ccaagggagc aggacggagc c atg gac ccc gcc agg aaa gca ggt gcc cag 111 

Met Asp Pro Ala Arg Lys Ala Gly Ala Gin 
1 5 10 

gcc atg ate tgg act gca ggc tgg ctg ctg ctg ctg ctg ctt cgc gga 159 

Ala Met lie Trp Thr Ala Gly Trp Leu Leu Leu Leu Leu Leu Arg Gly 

15 20 25 

gga gcg cag gcc ctg gag tgc tac age tgc gtg cag aaa gca gat gac 207 

Gly Ala Gin Ala Leu Glu Cys Tyr Ser Cys vat Gin Lys Ala Asp Asp 

30 35 40 

gga tgc tec ccg aac aag atg aag aca gtg aag tgc gcg ccg ggc gtg 255 

Gly Cys Ser Pro Asn Lys Met Lys Thr val Lys Cys Ala Pro Gly val 
45 50 55 

gac gtc tgc acc gag gcc gtg ggg gcg gtg gag acc ate cac gga caa 303 

Asp val Cys Thr Glu Ala val Gly Ala Val Glu Thr lie His Gly Gin 
60 65 70 

ttc teg ctg gca gtg egg ggt tgc ggt teg gga etc ccc ggc aag aat 351 

Phe Ser Leu Ala val Arg Gly Cys Gly Ser Gly Leu Pro Gly Lys Asn 
75 80 85 90 

gac cgc ggc ctg gat ctt cac ggg ctt ctg gcg ttc ate cag ctg cag 399 

Asp Arg Gly Leu Asp Leu His Gly Leu Leu Ala Phe lie Gin Leu Gin 

95 100 105 

caa tgc get cag gat cgc tgc aac gcc aag etc aac etc acc teg egg 447 

Gin Cys Ala Gin Asp Arg Cys Asn Ala Lys Leu Asn Leu Thr Ser Arg 

110 115 120 

gcg etc gac ccg gca ggt aat gag agt gca tac ccg ccc aac ggc gtg 495 

Ala Leu Asp Pro Ala Gly Asn Glu Ser Ala Tyr Pro Pro Asn Gly Val 
125 130 135 

gag tgc tac age tgt gtg ggc ctg age egg gag gcg tgc cag ggt aca 543 

Glu Cys Tyr Ser Cys Val Gly Leu Ser Arg Glu Ala Cys Gin Gly Thr 
140 145 150 

teg ccg ccg gtc gtg age tgc tac aac gcc age gat cat gtc tac aag 591 

ser Pro Pro val Val Ser Cys Tyr Asn Ala Ser Asp His val Tyr Lys 

155 160 165 170 



ggc tgc ttc gac ggc aac gtc acc ttg acg gca get aat gtg act gtg 
Gly Cys Phe Asp Gly Asn val Thr Leu Thr Ala Ala Asn val Thr val 



639 

vat 

175 180 185 



tec ttg cct gtc egg ggc tgt gtc cag gat gaa ttc tgc act egg gat 687 

Ser Leu Pro val Arg Gly Cys val Gin Asp Glu Phe Cys Thr Arg Asp 

190 195 200 

gga gta aca ggc cca ggg ttc acg etc agt ggc tec tgt tgc cag ggg 735 

Gly val Thr Gly Pro Gly Phe Thr Leu Ser Gly Ser Cys Cys Gin Gly 

205 210 215 

tec cgc tgt aac tct gac etc cgc aac aag acc tac ttc tec cct cga 783 

Ser Arg Cys Asn Ser Asp Leu Arg Asn Lys Thr Tyr Phe Ser Pro Arg 

220 225 230 
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ate cca ccc ctt gtc egg ctg ccc cct cca gag ccc acg act gtg gec 831 
lie Pro Pro Leu Val Arg Leu Pro Pro Pro Glu Pro Thr Thr val Ala 
235 240 245 250 

tea acc aca tct gtc acc act tct acc teg gec cca gtg aga ccc aca 879 
Ser Thr Thr Ser val Thr Thr Ser Thr Ser Ala Pro val Arg Pro Thr 

255 260 265 

tec acc acc aaa ccc atg cca gcg cca acc agt cag act ccg aga cag 927 
Ser Thr Thr Lys Pro Met Pro Ala Pro Thr Ser Gin Thr Pro Arg Gin 

270 275 280 

gga gta gaa cac gag gec tec egg gat gag gag ccc agg ttg act gga 975 
Gly val Glu His Glu Ala Ser Arg Asp Glu Glu Pro Arg Leu Thr Gly 
285 290 295 

ggc gec get ggc cac cag gac cgc age aat tea ggg cag tat cct gca 1023 
Gly Ala Ala Gly His Gin Asp Arg Ser Asn Ser Gly Gin Tyr Pro Ala 
300 305 310 

aaa ggg ggg ccc cag cag ccc cat aat aaa ggc tgt gtg get ccc aca 1071 
Lys Gly Gly Pro Gin Gin Pro His Asn Lys Gly Cys Val Ala Pro Thr 
315 320 325 330 

get gga ttg gca gee ctt ctg ttg gee gtg get get ggt gtc eta ctg 1119 
Ala Gly Leu Ala Ala Leu Leu Leu Ala val Ala Ala Gly Val Leu Leu 

335 340 345 

tgagcttctc cacctggaaa tttccctctc acctacttct ctggccctgg gtacccctct 1179 

tctcatcact tcctgttccc accactggac tgggctggcc cagcccctgt ttttccaaca 1239 

ttccccagta tccccagctt ctgctgcgct ggtttgcggc tttgggaaat aaaataccgt 1299 

tgtatatatt c 1310 

<210> 22 
<211> 346 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Met Asp Pro Ala Arg- Lys Ala Gly Ala Gin Ala Met lie Trp Thr Ala 
15 10 15 

Gly Trp Leu Leu Leu Leu Leu Leu Arg Gly Gly Ala Gin Ala Leu Glu 

20 25 30 

Cys Tyr ser cys val Gin Lys Ala Asp Asp Gly Cys ser Pro Asn Lys 
35 40 45 

Met Lys Thr val Lys Cys Ala Pro Gly val Asp val cys Thr Glu Ala 
50 55 60 

val Gly Ala val Glu Thr lie His Gly Gin Phe Ser Leu Ala val Arg 
65 70 75 80 

Gly Cys Gly Ser Gly Leu Pro Gly Lys Asn Asp Arg Gly Leu Asp Leu 

85 90 95 

His Gly Leu Leu Ala Phe lie Gin Leu Gin Gin Cys Ala Gin Asp Arg 

100 105 110 
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cys Asn Ala Lys Leu Asn Leu Thr Ser Arg Ala Leu Asp Pro Ala Gly 
115 120 125 

Asn Glu Ser Ala Tyr Pro Pro Asn Gly val Glu Cys Tyr Ser Cys val 
130 135 140 

Gly Leu Ser Arg Glu Ala Cys Gin Gly Thr Ser Pro Pro val Val Ser 
145 150 155 160 

Cys Tyr Asn Ala Ser Asp His val Tyr Lys Gly Cys Phe Asp Gly Asn 

165 170 175 

val Thr Leu Thr Ala Ala Asn Val Thr Val Ser Leu Pro Val Arg Gly 

180 185 190 

Cys val Gin Asp Glu Phe Cys Thr Arg Asp Gly val Thr Gly Pro Gly 
195 200 205 

Phe Thr Leu Ser Gly ser Cys Cys Gin Gly ser Arg Cys Asn ser Asp 
210 215 220 

Leu Arg Asn Lys Thr Tyr Phe Ser Pro Arg lie Pro Pro Leu Val Arg 
225 230 235 240 

Leu Pro Pro Pro Glu Pro Thr Thr val Ala Ser Thr Thr Ser val Thr 

245 250 255 

Thr Ser Thr Ser Ala Pro Val Arg Pro Thr Ser Thr Thr Lys Pro Met 

260 265 270 

Pro Ala Pro Thr Ser Gin Thr Pro Arg Gin Gly Val Glu His Glu Ala 
275 280 285 

Ser Arg Asp Glu Glu Pro Arg Leu Thr Gly Gly Ala Ala Gly His Gin 
290 295 300 

Asp Arg Ser Asn Ser Gly Gin Tyr Pro Ala Lys Gly Gly Pro Gin Gin 
305 310 315 320 

Pro His Asn Lys Gly Cys val Ala Pro Thr Ala Gly Leu Ala Ala Leu 

325 330 335 

Leu Leu Ala Val Ala Ala Gly val Leu Leu 

340 345 

<210> 23 
<211> 781 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (342) . .(539) 
<400> 23 

caattcccgt tgttgcgttg cgtttccttc ctctttcact ccgcgctcac ggcggcggcc 60 

aaagcggcgg cgacggcggc gcgagaacga cccggcggcc agttctcttc ctcctgcgca 120 

cctgccctgc tcggtcagtc agtcggcggc cggcgcccgg cttgtgctca gacctcgcgc 180 

ttgcggcgcc caggcccagc ggccgtagct agcgtctggc ctgagaacct cggcgctccg 240 
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gcggcgcggg caccacgagc ggagcctcgc agcggctcca gaggaggcag gcgagtgagc 300 

gagtccgagg ggtggccggg gcaggtggtg gcgccgcgaa g atg gtc gcc aag caa 356 

Met val Ala Lys Gin 
1 5 

agg ate cgt atg gcc aac gag aag cac age aag aac ate acc cag cgc 404 
Arg lie Arg Met Ala Asn Glu Lys His ser Lys Asn lie Thr Gin Arg 

10 15 20 

ggc aac gtc gcc aag acc teg aga aat gcc ccc gaa gag aag gcg tct 452 
Gly Asn val Ala Lys Thr Ser Arg Asn Ala Pro Glu Glu Lys Ala Ser 

25 30 35 

gta gqa ccc tgg tta ttg get etc ttc att ttt gtt gtc tgt ggt tct 500 
val Gly Pro Trp Leu Leu Ala Leu Phe lie Phe val val Cys Gly Ser 
40 45 50 

gca att ttc cag att att caa agt ate agg atg ggc atg tgaagtgact 549 
Ala lie Phe Gin lie lie Gin ser lie Arg Met Gly Met 
55 60 65 

gaccttaaga tgtttccatt ctcctgtgaa ttttaacttg aactcattcc tgatgtttga 609 

taccctggtt gaaaacaatt cagtaaagca tcctgcctca gaatgacttt cctatcatgc 669 

ttcatgtgtc attccaaggt ttcttcatga gtcattccaa gttttctagt ccataccaca 729 

gtgecttgea aaaaacacca catgaataaa gcaataaaat ttgattgtta ag 781 

<210> 24 
<211> 66 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met val Ala Lys Gin Arg lie Arg Met Ala Asn Glu Lys His Ser Lys 
15 10 15 

Asn lie Thr Gin Arg Gly Asn val Ala Lys Thr Ser Arg Asn Ala Pro 

20 25 30 

Glu Glu Lys Ala Ser Val Gly Pro Trp Leu Leu Ala Leu Phe lie Phe 
35 40 45 

val val Cys Gly Ser Ala lie Phe Gin lie lie Gin Ser lie Arg Met 
50 55 60 

Gly Met 
65 

<210> 25 
<211> 14 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: chimeric 
dna-rna oligonucleotide 

<400> 25 
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ggggaattcg agga 



<210> 26 
<211> 162 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Met Arg Ala Pro lie Pro Glu Pro Lys Pro Gly Asp Leu lie Glu lie 
15 10 15 

Phe Arg Pro Phe Tyr Arg His Trp Ala lie Tyr val Gly Asp Gly Tyr 

20 25 30 

val val His Leu Ala Pro Pro Ser Glu val Ala Gly Ala Gly Ala Ala 
35 40 45 

Ser val Met Ser Ala Leu Thr Asp Lys Ala lie Val Lys Lys Glu Leu 
50 55 60 

Leu Tyr Asp val Ala Gly ser Asp Lys Tyr Gin val Asn Asn Lys His 
65 70 75 80 

Asp Asp Lys Tyr Ser Pro Leu Pro Cys Thr Lys lie lie Gin Arg Ala 

85 90 95 

Glu Glu Leu val Gly Gin Glu val Leu Tyr Lys Leu Thr ser Glu Asn 

100 105 110 

Cys Glu His Phe Val Asn Glu Leu Arg Tyr Gly val Ala Arg Ser Asp 
115 120 125 

Gin val Arg Asp val lie lie Ala Ala ser val Ala Gly Met Gly Leu 
130 135 140 

Ala Ala Met Ser Leu lie Gly Val Met Phe Ser Arg Asn Lys Arg Gin 
145 150 155 160 

Lys Gin 



<210> 27 
<211> 162 
<212> PRT 

<213> Homo sapiens 
<400> 27 

Met Arg Ala Pro lie Pro Glu Pro Lys Pro Gly Asp Leu lie Glu lie 
15 10 15 

Phe Arg Pro Phe Tyr Arg His Trp Ala lie Tyr Val Gly Asp Gly Tyr 

20 25 30 

val val His Leu Ala Pro Pro Ser Glu val Ala Gly Ala Gly Ala Ala 
35 40 45 

ser val Met ser Ala Leu Thr Asp Lys Ala lie val Lys Lys Glu Leu 
50 55 60 

Leu Tyr Asp Val Ala Gly Ser Asp Lys Tyr Gin val Asn Asn Lys His 
65 70 75 80 
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Asp Asp Lys Tyr Ser Pro Leu Pro Cys Thr Lys lie lie Gin Arg Ala 

85 90 95 

Glu Glu Leu val Gly Gin Glu val Leu Tyr Lys Leu Thr ser Glu Asn 

100 105 110 

cys Glu His Phe val Asn Glu Leu Arg Tyr Gly val Ala Arg ser Asp 
115 120 125 

Gin val Arg Asp val lie lie Ala Ala Ser val Ala Gly Met Gly Leu 
130 135 140 

Ala Ala Met Ser Leu lie Gly val Met Phe Ser Arg Asn Lys Arg Gin 
145 150 155 160 

Lys Gin 



<210> 28 
<211> 64 
<212> PRT 
<213> Nematode 

<400> 28 

Met Ala Pro Lys Gin Arg Met Thr Leu Ala Asn Lys Gin Phe Ser Lys 
15 10 15 

Asn val Asn Asn Arg Gly Asn val Ala Lys Ser Leu Lys Pro Ala Glu 

20 25 30 

Asp Lys Tyr Pro Ala Ala Pro Trp Leu lie Gly Leu Phe val Phe val 
35 40 45 

val Cys Gly ser Ala val Phe Glu lie lie Arg Tyr val Lys Met Gly 
50 55 60 



<210> 29 
<211> 162 
<212> PRT 

<213> Homo sapiens 
<400> 29 

Met Arg Ala Pro lie Pro Glu Pro Lys Pro Gly Asp Leu lie Glu lie 
15 10 15 

Phe Arg Pro Phe Tyr Arg His Trp Ala lie Tyr Val Gly Asp Gly Tyr 

20 25 30 

val val His Leu Ala Pro Pro Ser Glu val Ala Gly Ala Gly Ala Ala 
35 40 45 

Ser val Met ser Ala Leu Thr Asp Lys Ala lie val Lys Lys Glu Leu 
50 55 60 

Leu Tyr Asp val Ala Gly Ser Asp Lys Tyr Gin val Asn Asn Lys His 
65 70 75 80 

Asp Asp Lys Tyr Ser Pro Leu Pro Cys Thr Lys lie lie Gin Arg Ala 

85 90 95 

Glu Glu Leu val Gly Gin Glu val Leu Tyr Lys Leu Thr ser Glu Asn 

100 105 110 
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Cys Glu His Phe val Asn Glu Leu Arg Tyr Gly val Ala Arg Ser Asp 
115 120 125 

Gin val Arg Asp val lie lie Ala Ala Ser val Ala Gly Met Gly Leu 
130 135 140 

Ala Ala Met ser Leu He Gly val Met Phe Ser Arg Asn Lys Arg Gin 
145 150 155 160 

Lys Gin 

<210> 30 
<211> 185 
<212> PRT 
<213> Nematode 

<220> 
<221> 
<222> 150 
<223> unknown 

<400> 30 

Met Arg Ala Pro lie Pro Glu Pro Lys Pro Gly Asp Leu lie Glu lie 
15 10 15 

Phe Arg Pro Phe Tyr Arg His Trp Ala lie Tyr val Gly Asp Gly Tyr 

20 25 30 

val val His Leu Ala Pro Pro Ser Glu val Ala Gly Ala Gly Ala Ala 
35 40 45 

Ser val Met Ser Ala Leu Thr Asp Lys Ala lie val Lys Lys Glu Leu 
50 55 60 

Leu Tyr Asp Val Ala Gly Ser Asp Lys Tyr Gin val Asn Asn Lys His 
65 70 75 80 

Asp Asp Lys Tyr Ser Pro Leu Pro Cys Thr Lys lie lie Gin Arg Ala 

85 90 95 

Glu Glu Leu Val Gly Gin Glu Val Leu Tyr Lys Leu Thr Ser Glu Asn 

100 105 110 

Cys Glu His Phe val Asn Glu Leu Met Ala Pro Lys Gin Arg Met Thr 
115 120 125 

Leu Ala Asn Lys Gin Phe Ser Lys Asn Val Asn Asn Arg Gly Asn val 
130 135 140 

Ala Lys Ser Leu Lys xaa Pro Ala Glu Asp Lys Tyr Pro Ala Ala Pro 
145 150 155 160 

Trp Leu He Gly Leu Phe Val Phe val val Cys Gly Ser Ala val Phe 

165 170 175 

Glu lie lie Arg Tyr val Lys Met Gly 

180 185 
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